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The Japanese Otter (Lutra lutra nippon) caught in Okubo River, Misho town, Minamiuwa-gun before World War 1 .

INaABA Masakazu

Abstract : The Japanese otter (Lutra lutra nippon) was caught in Okubo River, Misho town, Minamiuwa-gun before

World War 1 . This specimen is valuable as the oldest capturing record in Ehime prefecture. Mummy-like meat pieces

adhere to the specimen, which is useful as DNA extraction sample. By analyzing the sequence of DNA amplified from

the specimen, detailed phylogenetic relationships of the Japanese Otter (Lutra lutra nippon) will be elucidated.
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